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Abstract—We present the results of a comprehensive study of five saline rivers in the arid region of Lake Elton,
including hydrobiological surveys of plankton and benthic communities. The DIABLO method was used for
a statistical analysis of the associative links between the species structures of the macrozoobenthos, meioben-
thos, and zooplankton communities. This method combines multidimensional ordinations based on n blocks
of observations and uses special algorithms of canonical correlation. It is shown that a significant portion of
the cumulative variation in the data can be explained by a consensus configuration based on information
common for all the three groups of observations. The diagrams, constructed and analyzed with the use of the
cluster and Generalized Procrustes analysis, enable us to isolate stable associations of taxa typical for partic-
ular biotopes with homogeneous environmental conditions. We have constructed graphs of correlation pleia-
des and calculated indicator significance for particular species of macrozoobenthos, meiobenthos, and zoo-
plankton. It is shown that highly mineralized systems of arid regions are not always characterized by a pro-
nounced specification of life forms of plankton and benthic communities. The interpenetration between
benthic and plankton animals results in a high portion of mixed ecological groups. Plankton and benthic
communities correlate well enough with each other, which testifies to a close relationship between them due
to both biotic interactions and a mutually agreed response to changes in aquatic environment factors. These
data enable us to consider the plankton and benthic communities of highly mineralized rivers a nonequilib-
rium dynamically changing consortia of species.

Keywords: saline rivers, zooplankton, macrozoobenthos, meiobenthos, community structure, canonical cor-
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DOI: 10.1134/S1995082919040175

INTRODUCTION
The systems of running waters in arid regions are

characterized by unstable status related to global and
regional climatic f luctuations, in particular, as a result
of anthropogenic impact [23]. Specific life conditions
of hydrobionts are formed in different parts of water-
courses with low flow rate, small depth, and highly
trophic waters. Mineralization is one of the main fac-
tors determining to a great rate the taxonomic compo-
sition and trophic relations in aquatic communities.
There is usually no pronounced isolation of plankton
or benthic communities in shallow saline rivers and
lakes: their mass species occur both at the bottom and
in the water column [2, 3, 5–8]. Therefore, the study
of the combined spatial distribution pattern of these
communities in similar biotopes under changing abi-
otic factors is of great interest for a analysis of the
structural organization of aquatic ecosystems [1].

The basis of quantitative ecosystem studies was
formed by R. Whittaker upon the use of a direct gradi-
ent analysis [21], which simulates the distribution of

particular cenopopulations relatively to the axes of two
or three complex medium-forming gradients. The
modern approach to the study of ecosystems is based
on multivariate statistical analysis of tens and hun-
dreds of different variables (population, phenotypic,
genetic, ecological, chemical, landscape-geographi-
cal, etc.), which are characterized by significant time
and spatial variability. The main aim of this analysis is
to identify the significance and mechanisms of the
effect of all factors in combination on the structural
and functional features of the studied communities, as
well as the subsequent forecast of their development
under different scenarios of environmental activities.

Methods of multidimensional ordination have
occupied an important place in ecology from the
beginning of the 21th century. They enable us to syn-
thesize the optimal information structure of commu-
nities, consisting of axes of new latent variables, which
determine the total variation of the analyzed data. The
main axes of the ordination concentrate the largest
part of the dispersion and are orthogonal, which
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enables us to visualize a multidimensional cloud of
points, projecting them on a plane with a minimal dis-
tortion. Various methods of indirect ordination are
widely used: principal component analysis, corre-
spondence analysis, and nonmetric multidimensional
scaling [4, 13]. The approach based on the reduction of
data became the basis for the algorithms of direct ordi-
nation: the redundancy analysis and canonical corre-
spondence analysis, which relate the internal variability
of species structure of the studied community with the
matrix of factors of external impact [15, 20].

At the present time, algorithms of the multidimen-
sional analysis are widely used to solve more and more
complicated problems of a quantitative evaluation of
correlations in large data sets. The quick development
of researches related to the genomics and associated
areas requires powerful algorithms to determine bio-
markers using latent structures [16]. This results in the
appearance of a group of new methods based on block
symmetric covariance analysis, Procrustean analysis,
canonical correlations, etc. [12].

The aim of this work is to analyze the intrasystem
correlations of the taxonomic structure of benthic and
plankton communities of small rivers with different
mineralization in the Lake Elton basin based on the
method of multidimensional ordination with the sub-
sequent integration of individual data blocks (the
DIABLO method).

MATERIALS AND METHODS
OF THE RESEARCH

The initial data were obtained at hydrobiological
surveys of macrozoobenthos, meiobenthos, and zoo-
plankton in saline rivers (Table 1) of the basin of

hyperhaline Lake Elton (49°07′30″ N, 46°30′40″ E).
The rivers are characterized by a significant mineral-
ization gradient (from 6 to ≥41.1 g/L). A detailed
description and a scheme of the studied area, as well as
the methods of sampling of hydrobionts and labora-
tory analysis of the material are given in [3, 5, 7, 23].
The multidimensional statistical analysis was based on
the data of simultaneous hydrobiological survey at
15 stations in five saline rivers in August 2013. Three
matrixes of numbers T (animals/m2) of 88 taxonomic
groups were formed. The groups included species and
genera of zooplankton (28), macrozoobenthos (24),
and meiobenthos (36). For the correct combined data
processing, the values of the matrixes were trans-
formed into a unified scale of points from 0 to 6, using
the algorithm of finding the optimal boundaries [5].
Hydrochemical monitoring was simultaneously per-
formed at the same stations. Its data were used as a basis
for grouping the stations according to water mineraliza-
tion: (1) >25 g/L, (2) 10–25 g/L, and (3) <10 g/L.

A statistical data analysis was performed using the
integrated method of multidimensional ordination
and the combined classification of n groups of obser-
vations DIABLO: Data Integration Analysis for Bio-
marker discovery using a Latent component for Omics
studies [18], which included several basic algorithms.
The initial variables were decomposed with respect to
the axes of the main components using the method of
Partial Least Squares (PLS) [22], and then sparse dis-
criminant analysis (sparse PLS-DA) [14]), which does
not require assumptions on data distribution, was per-
formed. The use of the PLS-DA enabled us to isolate
the portion of variation in taxonomic structures of
zooplankton, macrozoobenthos, and meiobenthos
caused by the main factor—water mineralization—and

Table 1. Rivers of the Lake Elton basin, location of stations, and the main hydrochemical parameters

Rivers Stations River 
reaches

Distance
from river 

mouth, km

Total 
mineralization, 

g/dm3

Oxygen, %
of saturation

Mineral 
phosphorus, 

mg/dm3

Ammonium 

( ), 
mg/dm3

Solyanka Sol_1 Upper 5.0 25.7 96 0.011 64.86
Sol_2 Middle 3.0 26.7 226 0.182 31.48
Sol_3 Mouth 0.5 25.2 325 0.031 29.05

Lantsug Lan_1 Middle 3.0 5.95 22 0.836 0.416
Lan_3 Mouth 0.8 13.6 558 0.005 9.207

Khara Khar_4 Middle 20.0 6.55 75 0.832 0.356
Khar_5 Middle 12.0 8.74 64 0.971 0.178
Khar_5а Middle 11.0 7.54 52 1.011 0.594
Khar_6 Lower 5.0 11.77 64 0.005 13.306
Khar_7 Mouth 0.8 13.27 417 0.005 9.563

Chernavka Cher_0 Upper 5.0 28.1 67 0.032 45.38
Cher_1 Middle 3.0 27.5 178 0.032 45.92
Cher_2 Mouth 0.3 31.7 282 0.015 41.99

Bol’shaya
Samoroda

B.S_2 Middle 5.0 16.3 96 0.513 1.782
B.S_3 Mouth 0.8 10.33 129 0.597 0.178

+
4NH
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evaluate the internal correlations within and between
the blocks of communities.

The three tables of data of hydrobiological survey
were integrated by the generalized canonical correla-
tion analysis with regularization [19], on the basis of
which the maximum of the total explained interblock
dispersion of projections of latent variables was
revealed. The generalized Procrustean analysis [11]
was used to construct a consensus configuration, i.e.,
a mean of particular ordinations, corresponding to
each block of the initial data.

Indexes of indicator significance were used to iden-
tify the species of hydrobionts, which may be consid-
ered statistically significant indicators of the mineral-
ization of a group of water bodies [15]. The djk indica-
tor index for samples of the k group of biotopes (k = {1,
2, 3}) was calculated as the product of the relative fre-
quency by the relative mean number of the j species.
The species was considered an indicator for the group
for which djk was the maximal: IndValj = max[djk]. Ind-
Valj = 1, if representatives of the j species occur in all
samples of only one k group.

The associative links between sets of observations
were visualized on the basis of the recommendations
[10]. The calculations were performed using the mix-
Omics software of the R statistical medium (version
3.02) [17].

RESULTS OF THE RESEARCH
The main results of the block multidimensional

ordination of plankton and benthic communities
related to the decomposition of the total variability of
data into intra- and intergroup variations are given in
Table 2. A close correlation between the main compo-
nents of each species complex has been revealed; i.e.,
the axes of the maximum variation of particular ordi-
nations are characterized by the similar direction in
the general multidimensional space. The high statisti-
cal significance (p < 0.001) of the portion of explained
interblock dispersion was confirmed by the random-
ization test.

The consensus configuration based on linear com-
binations of the two main components explains 53.7%
of the dispersion in all the data sets. A generalized
ordination of the total analyzed community of hydro-

bionts and Procrustes distance from the centroids of
the consensus configuration to particular blocks, cor-
responding to macrozoobenthos, meiobenthos, and
zooplankton, is given in Fig. 1.

The first two main components of the partial ordi-
nations (Table 2) explain only ~33% of the intrablock
dispersion received after the deduction of the total
interblock variation, which is related to high specific-
ity of each species and to the absence of strong correla-
tions between them. The relatively uniform distribu-
tion of the residual variation with respect to the groups
testifies that the generalization is rather effective for all
particular ordinations.

Because it has been revealed that synchronous vari-
ation in the species composition of the groups of hyd-
robionts is statistically significant, we used a number
of methods for the specification of stable associations
of taxa typical for particular types of biotopes with
homogenic environment conditions. The heatmap or
the map of cluster relations (Fig. 2) is represented by a
matrix, the rows and columns in which are ordered
according to the hierarchical classification of observa-
tion stations and the species structure related to it. The
dendrograms on the left and above the matrix reflect
the composition of the objects of the formed clusters,
and the color intensity corresponds to the points of
species abundance. The diagram shows the areas with
specific species composition of hydrobionts, which
directly depends on mineralization.

The correlation matrix between the taxa of the
blocks, corresponding to macrozoobenthos, meioben-
thos, and zooplankton, and the correlation graph
based on it (Fig. 3) enable us to specify the composi-
tion of groups of species which may be considered
related by interspecies interactions.

Indicator indexes IndVal were calculated for all 88
species of the analyzed community of hydrobionts
with account for the specification of all studied bio-
topes into three groups according to the total water
mineralization. The level of statistical significance
p was evaluated with the use of randomization for each
species used as an indicator of water salinity. The most
typical species indicators of each class are given in
Table 3.

Table 2. Correlation between the blocks of data and the decomposition of the intrablock explained variation, % with respect
to main components (MC)

Blocks (communities
of hydrobionts)

Correlation between blocks Portion of explained intrablock 
variation, %With respect to the 1st MC With respect to the 2nd MC

Macrozoobenthos Zooplankton Macrozoobenthos Zooplankton 1st MC Sum of 1st+2nd MC

Macrozoobenthos – – – – 21.94 33.45
Zooplankton 0.901 – 0.89 – 19.45 32.18
Meiobenthos 0.925 0.937 0.929 0.944 15.99 33.90
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DISCUSSION OF RESULTS
An analysis of allocation of hydrobionts to particu-

lar biotopes has shown that most plankton species are
actually assigned to benthoplankton and are charac-
terized by trophic relations with substrate [2, 6–8].
Euplankton species in the studied rivers comprise only
20% of zooplankton and are represented by copepods
and rotifers [7]. Benthoplankton include 45% of taxa
(mainly copepods of the orders Cyclopoida and Har-
pacticoida), and euritopic forms (Cladocera and roti-
fer Brachionus plicatilis) and meroplankton (larvae of
chironomids and waterbugs of the family Corixidae)
comprise 15% each. It should be mentioned that the
orders Harpacticoida and Ostracoda dominate in the
samples of meiobenthos in all rivers and make it pos-
sible to assign this community to eumeiobenthos or
benthoplankton.

With respect to abundance, zooplankton is domi-
nated by euritopic species (>50% of the total number)
in the polyhaline Solyanka and Chernavka rivers and
by benthoplankton and euplankton in the mesohaline
Khara, Lantsug, and Bol’shaya Samoroda rivers [7].
A general regularity for all the rivers consists in a
decrease in the taxonomic diversity of zooplankton,

meiobenthos, and macrozoobenthos under conditions
of high nutrient status and productivity in the bottom
water layer with the preservation of their high number
[5]. Halophilic species of macrozoobenthos such as
larvae of Diptera Cricotopus salinophilus, Chironomus
aprilinus, Ch. salinarius, Microchironomus deribae,
Palpomyia schmidti, and others are typical for communi-
ties of both zooplankton and meiobenthos. Families Cer-
atopogonidae and Chironomidae are the most resistant
to critical environmental factors in saline rivers.

The high interseasonal variability of environmental
parameters typical for saline rivers of arid ecosystems
has determined the specificity of the processes of for-
mation and transformation of communities, among
which the adaptive capabilities of individual species
dominate. Our earlier studies of saline rivers did not
reveal the most significant factors or their complexes,
which determine the structure of plankton and ben-
thic communities [5, 23] in a varying spacetime inter-
val. Changes in the structure of biotic communities of
different taxonomic groups are obviously different and
depend not only on mineralization variations, but also
on the biotope parameters and the specificity of adap-
tation of particular species.

Fig. 1. Ordination of the reaches of rivers in the Lake Elton basin on the basis of generalization of three blocks of data of hydro-
biological survey ((1) macrozoobenthos, (2) zooplankton, and (3) meiobenthos); rectangles mark coordinates of consensus con-
figuration; designation of the reaches are given in Table 1.
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The spatial pattern of communities of zooplank-
ton, macrobenthos, and meiobenthos shown in Fig. 2
is pronouncedly mosaic: the boundaries and the area
occupied by the interpenetrating taxocenes of different
ecological groups within one biotope are overlapped
and characterized by f luctuating equilibrium.

Stability and equilibrium are often associated with
the balance of nature metaphor [9], based on the con-
cept that natural components tend to compensate var-
ious external effects, which results in regular f luctua-
tions of populations and the entire species composi-
tion. This concept plays a fundamental role in
understanding the dynamic equilibrium of communi-
ties in strong-mineralized waters of arid regions. The
capability of most taxocenes to form temporary asso-
ciations characterized by consortium relations is prob-

ably the main factor of the formation of the structure
of communities in highly mineralized rivers.

CONCLUSIONS
Few works devoted to different aspects of the orga-

nization of communities in salt rivers have been per-
formed in areas whose geography and functioning are
not similar to the region of Lake Elton. The taxonomic
spectrum of organisms living in saline rivers of arid
regions all over the world significantly differs, which
does not allow a direct comparison of the organization
of plankton and benthic communities. We have con-
structed and analyzed stable associations of taxa using
cluster and generalized Procrustean analysis. We have
assessed their indicator significance for particular
communities of saline rivers typical for biotopes with
homogeneous environmental conditions. Three

Fig. 2. Map of cluster relations between the reaches of the rivers in the Lake Elton basin with different mineralization M (in col-
umns) and taxonomic structure of macrozoobenthos, zooplankton, and meiobenthos (in rows); the color intensity of matrix ele-
ments corresponds to the relative abundance of the corresponding species.
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Fig. 3. Graph of correlation between the numbers of taxa of different groups (only the relationships with the correlation coeffi-
cient module >0.6 are shown); circles contain the codes of zooplankton (dark gray circles), meiobenthos (light gray circles), and
macrozoobenthos (white circles) species given in Table 3.
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Table 3. Species of zooplankton (ZP), meiobenthos (MB), and macrozoobenthos (ZB) typical for different groups of sta-
tions of saline rivers in the Lake Elton basin specified with respect to mineralization rate

IndVal, Legendre–Dufrene indicator index [15]; p, statistical significance; and n, number of revealed species. Statistically significant
indicator species at α = 0.05 are given in bold type.

Communities Species Species code Occurrence, % IndVal р

I, mineralization >25 g/L (n = 33)
MB Cricotopus salinophilus ChCri_sf 100 0.666 0.008
ZP Brachionus plicatilis RoBra_M 100 0.663 0.003
ZP Apocyclops dengizicus CyApo 100 1.0 0.001
ZP, ZB Palpomyia sp. CePal_sp 83 0.794 0.007
ZB Chironomus salinarius ChChi 100 0.730 0.002
ZB Palpomyia schmidti CeCer 100 0.842 0.001

II, mineralization 10–25 g/L (n = 59)
MB Nais elinguis OlNai 60 0.6 0.031
ZP Megacyclops viridis (juv.) CyMeg 60 0.6 0.033
MB, ZB Cletocamptus confluens? HaCle_c 40 0.4 0.167
MB Megacyclops viridis CyMeg 40 0.4 0.145
ZB Microchironomus deribae ChMch_d 40 0.339 0.289
ZP Cyprinotus salinus OsCyp 20 0.2 0.596
ZP Lecane luna RoLec 20 0.2 0.633
MB Chironomus aprilinus ChChi_g 20 0.2 0.603

III, mineralization <10 g/L (n = 35)
ZP, MB Brachionus calyciflorus RoBra_P 75 0.75 0.007
ZB Glyptotendipes salinus ChGly 50 0.5 0.049
ZP Acanthocyclops americanus CyAca 75 0.568 0.027
ZB Cricotopus gr. sylvestris ChCri 50 0.5 0.052
MB, ZB Glyptotendipes salinus ChGly_sl 50 0.05 0.056
ZB, MB Chironomus plumosus ChChi_p 50 0.5 0.064
MB Candona spp. OsCan 25 0.178 0.715
ZB Limnodrilus udekemianus OlLim_u 25 0.253 0.251
MB Chironomus salinarius ChChi 50 0.5 0.058
MB Microchironomus deribae ChMic 50 0.326 0.277
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groups of species related to different water mineraliza-
tion have been identified. Statistically significant indi-
cators of hyperhaline conditions (>25 g/L) have been
determined. They include chironomids Cricotopus
salinophilus and Chironomus salinarius, ceratopogo-
nids Palpomyia schmidti, copepods Apocyclops den-
gizicus, rotifers Brachionus plicatilis, and others. The
interaction between plankton and benthic communi-
ties in saline rivers of the arid region of Lake Elton
results in the domination of mixed ecological groups.
An analysis of the structure of communities on the
basis of different methods of multidimensional analy-
sis evidences that, under conditions of a f luctuating
medium of high-mineralized rivers, plankton, macro-
zoobenthos, and meiobenthos may be considered
a specific dynamic association of the consortium type.

FUNDING

This work was performed according to the State Task
(projects nos. AAAA-A17-117112040040-3 and AAAA-
A18-118012690106-7) and was partially supported by the
Russian Foundation for Basic Research (project no. 17-04-
00135).

COMPLIANCE WITH ETHICAL STANDARDS

Conflict of interests. The authors declare that they have
no conflict of interest.

Statement on the welfare of animals. This article does not
contain any studies involving animals performed by any of
the authors.

REFERENCES
Alimov, A.F., Bogatov, V.V., and Golubkov, S.M., Produkt-
sionnaya gidrobiologiya (Production Hydrobiology), St. Pe-
tersburg: Nauka, 2013.
Balushkina, E.V., Golubkov, S.M., Golubkov, M.S., et al.,
The influence of abiotic and biotic factors on the structural
and functional organization of ecosystems of salt lakes of
the Crimea, Zh. Obshch. Biol., 2009, vol. 70, no. 6,
pp. 504–514.
Gusakov, V.A. and Gagarin, V.G., Meiobenthos composi-
tion and structure in highly mineralized tributaries of Lake
El’ton, Arid Ecosyst., 2012, vol. 2, no. 4, pp. 232–238.
Jongman, R.H.G., Ter Braak, S.G.F., and van Tongeren, O.F.R.,
Data Analysis in Community and Landscape Ecology, Cam-
bridge: Cambridge Univ. Press, 1995.
Zinchenko, T.D., Shitikov, V.K., Golovatyuk, L.V., et al.,
Plankton and bottom communities in the saline rivers of
Lake Elton basin: statistical analysis of dependences, Arid
Ecosyst., 2018, vol. 8, no. 3, pp. 225–230.
Krylov, A.V., Zooplankton ravninnykh malykh rek (Zoo-
plankton of Plain Small Rivers), Moscow: Nauka, 2005.
Lazareva, V.I., Topical and trophic structure of midsummer
zooplankton in saline rivers in the Elton Lake basin, Arid
Ecosyst., 2017, vol. 7, no. 1, pp. 59–68.

Shadrin, N.V. and Anufrieva, E.V., Ecosystems of hypersa-
line water bodies: structure and trophic relations, Zh. Ob-
shch. Biol., 2018, vol. 79, no. 6, pp. 418–428.

Cuddington, K., The “balance of nature” metaphor and
equilibrium in population ecology, Biol. Philos., 2001, vol. 16,
no. 4, pp. 463–479.

González, I., Lê Cao, K.-A., Davis, M.J., and Déjean, S.,
Visualising associations between paired “omics” data sets,
BioData Minning, 2012, vol. 5, no. 19. Accessed April 12,
2019.
https://doi.org/10.1186/1756-0381-5-19

Gower, J.C., Generalized procrustes analysis, Psychometrika,
1975, vol. 40, pp. 33–51.

Hervé, M.R., Nicolè, F., and Lê Cao, K.A., Multivariate
analysis of multiple datasets: a practical guide for chemical
ecology, J. Chem. Ecol., 2018, vol. 44, pp. 215–234.

Kenkel, N.C., On selecting an appropriate multivariate
analysis, Can. J. Plant. Sci., 2006, vol. 86, pp. 663–676.

Le Cao, K.-A., Boitard, S., and Besse, P., Sparse PLS dis-
criminant analysis: biologically relevant feature selection
and graphical displays for multiclass problems, BMC Bio-
inf., 2011, vol. 12, pp. 253–269.

Legendre, P. and Legendre, L., Numerical Ecology, Amster-
dam: Elsevier Sci. BV., 2012.

Meng, C., Zeleznik, O.A., Thallinger, G.G., et al., Dimen-
sion reduction techniques for the integrative analysis of
multi-omics data, Briefings Bioinf., 2016, vol. 17, pp. 628–
641.

Rohart, F., Gautier, B., Singh, A., and Lê Cao, K.-A., Mix-
Omics: an R package for 'omics feature selection and multiple
data integration, PLoS Comput. Biol, 2017, vol. 13, no. 11. Ac-
cessed April 12, 2019.
https://doi.org/10.1371/journal.pcbi.1005752

Singh, A., Gautier, B., Shannon, C.P., et al., DIABLO—an
integrative, multi-omics, multivariate method for multi-
group classification, BioRxiv, 2016, no. 067611. Accessed
April 12, 2019.
https://doi.org/10.1101/067611

Tenenhaus, A. and Tenenhaus, M., Regularized generalized
canonical correlation analysis, Psychometrika, 2011, vol. 76,
pp. 257–284.

Ter Braak, C.J.F., Canonical community ordination. Part I:
Basic theory and linear methods, Ecoscience, 1994, vol. 1,
pp. 127–140.

Whittaker, R.H., Direct gradient analysis: techniques, in
Handbook of Vegetation Science, Part V: Ordination and
Classification of Vegetation, The Hague: Dr. W. Junk B.V.
Publ., 1973, pp. 7–31.

Wold, H., Partial least squares, in Encyclopedia of Statistical
Sciences, New York: Wiley, 1985.

Zinchenko, T.D., Golovatyuk, L.V., Abrosimova, E.V., and
Popchenko, T.V., Macrozoobenthos in saline rivers in the
Lake Elton basin: spatial and temporal dynamics, Inland
Water Biol., 2017, vol. 10, no. 4, pp. 384–398. 
https://doi.org/10.1134/S1995082917040125

Translated by I. Bel’chenko

SPELL: OK



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends false
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile (Color Management Off)
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 290
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 600
  /ColorImageDepth 8
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.01667
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 290
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 600
  /GrayImageDepth 8
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 2.03333
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 800
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 2400
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /RUS ()
    /ENU <>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice




